(A) Range of body mass variation for individuals from the respective stickleback populations used in this experiment. Boxes denote the interqartile range; whiskers denote approximate 95% confidence intervals. (B) Power curves describing the relationships between wet weight and standard body length for each population: intercepts of the models are different, but scaling exponents are similar.
. Loci used to model neutral divergence. Locus-specific estimates of allelic richness and FIS were calculated using the 'hierfstat' package in R. Estimates of average heterozygosity (Het) and FST were calculated using the program 'LOSITAN' when testing for marker neutrality in among-population divergence.
Locus
No 
